Development of double low-quality DH lines with the Rfo gene from semi-resynthesized
oilseed rape (Brassica napus L.)
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Oilseed rape (Hrassica napus) is important oilseed crop grown in moist and cool climate throughout the world. However, intensive breeding has lad to a comparatively narrow genetic basis of current breeding
material. The fact that oilseed rape is a spontaneous allotetraploid hybrid makes it possible to produce artificial crosses between the two parental species Brassica rapa and Brassica oleracea to resynthesize ,.new
oilseed rape” (Brassica napus). RS oilseed rape lines can not be used directly for breeding of new hybrid varieties, because of their bad individual performance.
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Resynthesized oilsced rape (Brassica napus) is potentially of greal interest for hybrid breeding. since
heterosis effect has been reported to be higher in crosses of genctically distant materials.
The main objective of this study has been to obtain semi-RS DH lines of winter oilseed rape: (1) with
restorer (Rfo) gene for CMS — Ogura, (2) seeds of 00-quality and (3) genctically distant from current
gene pool of B. mapus.
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